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Figure 6 



SEQ ID N0:1 
Rat FGF-20 DNA 

Translation start and stop codons indicated in bold, underlined type. 

CCTTCCATGGCTCCCTTGACCGAAGTCGGTGCCTTCTTGGGCGGCCTGGAGGGCTTGGGCCAGCAGGTGGGG 
TCGCACTTCTTGCTGCCTCCTGCAGGGGAGCGACCGCCGCTGCTAGGGGAGCGGCGGGGCGCGTTGGAGCGG 
GGCGCCCGCGGCGGGCCGGGTTCCGTGGAGCTGGCGCACCTGCACGGCATCCTGCGCCGCCGGCAGCTCTAC 
TGCCGCACCGGCTTCCACCTGCAGATCCTGCCCGACGGCAGTGTGCAGGGCACCCGGCAGGATCACAGCGTC 
TTCGGTATCCTGGAATTCATCAGTGTGGCGGTGGGGCTGGTCAGTATCAGAGGTGTGGACAGCGGCCTGTAC 
CTTGGCATGAATGGCAAAGGAGAGCTTTATGGCTCAGAGAAATTGACTTCTGAATGCATCTTCAGGGAAGAA 
TTTGAAGAGAACTGGTATAATACCTATTCATCCAACATATACAAACACGGAGACACAGGTCGCAGGTATTTT 
GTAGCACTTAACAAAGACGGGACTCGAAGGGACGGTGCCAGGTCCAAAAGACACCAAAAGTTTACCCATTTT 
TTACCCAGACCAGTGGACCCAGAGAGAGTCCCAGAGTTATACAAAGACCTACTGGTGTACACTGGATGAAeC 



Figure 7 % 



SEQ ID NO: 2 

Amino acid sequence of rat FGF-20 

^PLTEVGAFLGGLEGLGQQVGSHFLLPPAGERPPLLGERRGALERGARGGPGSVE^HLHGILRRRQLYCR 
TGFHLOI LPDGSVQGTRQDHS L'FG I LE FI S VAVGLVS I RGVDSGLYLGMNGKGELYGSEKLT SEC I FREQFE 



Figure 8 ^ 

humanFGF-Z0 DNA (coding) 
Sequence Size : 636 

10 20 30 40 50 60 

atggctcccttagccgaagtcgggggci^ctgggcggc^gagggc^ggccagcag 

M A P L A E V G G F L G G L E G L G Q Q 

70 80 90 m 120 

^gttcgcatttcrtgttgcc±cctgccggggag<^gccgccgctgctgggcgagcgc 

VG S H F L L P P A G E R P P L L G E R 

130 140 ' 150 160 170 If 

aggagcgcggcggagcggagcgcgcgc^^ 
RSA'A E R S A R G G P G A A 

190 200 210 220 ' . 230 ^ 240 

cacggcatcctgcgccgccgg^^ 

H G I L/RJRJ^QJ^Jf c R T G F H L Q I L 

"250 ^~260 270 280 \ 290 300 

cccgacggcagcg^^^ 

PD GSVQGTRQDHSLF GILtl- 

310 320 330 340 350 360 

atcagtgtggcagtgggactggte^ 

I SVAVGLV SIRGVDSGLYLU 

370 380 390 400 , 410 420 

atgaatgacaaaggagaactctatggatcagagaaacttacttccgaa^catctttagg 

MNO K G E L Y G S E KLTS E C I r 

430 440 450 460 470 480 

gagcagmgaagagaactggt^^ 

\ . Q. F E E-4J -W Y -N T Y S S N I Y K H ii U 

490 500 S10 520 530 540 
a^gccgcaggtattttgtggc^^ 

TGRRYFVALNKOGTP K^Jt-^J^Ji 

550 560 570 580 590 600 

■ 620 630 640 

ccagaattgtacaaggacctactgatgtacacttga 

PELYK DLLMYT* 
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Figure 10 

Codon usage for enteric bacterial (highly expressed) genes 7/19/83 
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Figure 10 (continued) 
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Codon usage for yeast (highly expressed) genes 
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Codon usage for Drosophila (highly expressed) genes 
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Figure 12 (continued) 
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Figure 12 (continued) 
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